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FIG. 1 



2/10 



FIG. 2 
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FIG. 4 
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FIG. 5 



Initial Clone 
5' RACE Clone 
3' RACE Clone 



2823bp 1 

94-1800 1 — 1801 -2823 1 



5- Awjmmm///Mmmmm aaa 

[ 709 bp [ 
| 1072 bp | 

2248 bp , 



3' 



TFHR5 Clone | 2697bp_ 



5/10 




6/10 




< 
< 



7/10 



FIG. 7 




FHR-5 Human FH 
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FIG. 10 



FHR-5 SCR I EGTLCDFPKIHHGFLYDEEDYNPFSQVPTGEVFYYSCEYNFVSPSKSFWTRITCTEEGWSPTPKCL 

FHR-l SCR l A F N - K K N 

FHR-2 SCR I AMF N - K K A 



FHR-5 SCR 2 RMCSFPFVKNGHSESSGLIHLEGDTVQHCNTGYSLQNNEKNTSCVERGWSTPPJCSFT 

FHR-l SCR 2 LFE QT R N KRS 83 0% 

FHR-2 SCR 2 LFE QT R N K RS 83 0% 



SCR 3 KGECHVPILEANVDAQPKKESYKVGDVLKFSCRKNLIRVGSDSVQCYQFGWSPNFPTCK 

SCR 10 ER EL K1DVHLVPDR DQY E KPGFT1 PNS H L DL [ 



FHR-5 SCR 4 G0VRSCGPPP0LSNGEVKEIRKEEYGHNEVVEYDCNPNF1INGPKKIQCVDGEWTTLPTCV 

FH SCR 11 E Q E L N KT S Y R LMK N V 1 73 8' 



FHR-5 SCR 5 EQVKTCGYIPELEYGYVQPSVPPYQHGVSVEVNCRNEYAMlGNNMITCrNGIWTELPMCV 

FH SCR 12 VEES D H WA L S YY D F SESFT HRS H V Q Q 56 7% 



FHR-5 SCR 6 ATHQLKRCKIAGVMKTLLKLSGKEFNHNSR1RYRCSDIFRYRHSVCINGKWMPEVDCT 

FH SCR 13 IDK K SSNL1 LEEHLKNK D N RGKEGWI T R D N S 47 5% 



SCR 7 EKREOFCPPPQiPNA QNMT TTVNYQDGEKVAVLCKENYLLPEAKEIVCKDGRWQSLPRCV 

SCR 14 MAQ1 L SH L R S Q IQ GE T I 



FHR-5 SCR 8 ESTAYCG-PPPS1NNGDTTSFPLSVYPPGSTVTYRCQSFYKLQGSVTVTCRNKQWSEPPRCL 

FH SCR 19 D GK - PID I A A S E Q NL Q E NKRI G K 67 2% 

FHR-l SCR 4 D GK PID I AASEQNLQE NKRI G K 62 3% 

FHR-2 SCR 3 I AE G PID 1 L A S E Q NL Q E NNQI G K 63 9% 

FHR-3 SCR 4 N SEK - PIS L K V Q R E Q YE NY S GE A I 65 6% 

FHR-4 SCR 4 N SEK - PIS LKVQREQ YE NY S GE I 63 9% 



FHR-5 SCR 9 DPCVVSEENNMNKN'MQLKWRNDGKLYAKTGDAVEFQCKFPHKAMISSPPFRAICQEGKFEYPICE 

FH SCR 20 H I R 1- ENY A RWTAKQ SR ES V RGYRLSSRSHTL TT WD L T AKR 418% 

FHR-l SCR 5 H 1 R I - ENY A RWTAKQ LR ESAEFV RGYRLSSRSHTL TT WD L T AKR 41 7% 

FHR-2 SCR 4 D 1 Q I - EKY K KWT KQ SR IV RGYHPTKS-HS AM N LV S EK 55 2% 

FHR-3 SCR 5 H I1T - K G S R Y TIEFM LGYN NTS-LS Q V R IV R 58 5% 

FHR-4 SCR 5 H [IT QLKGKS I Y TIEFM LGYN NTSVLS Q V R IV R 58 5% 
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FACTOR H (pmol/well) 



